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SEQUENCE LISTING 

<110/ Sagami Chemical Research Center, 
Protegcne Inc. 

<120' Human proteins having hydrophobic domains and DNAs encoding these 
proteins 

<nO> 661926 

<150' JP 11-194359 
<151 • 1999-07-08 

•:i60' 30 

<210- 1 
<211 • 339 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Ser Pro Scr Pro Thr Ala Leu Phe Cys Leu Gly Leu Cys Leu Gly 

15 10 15 

Arg Val Pro Ala Gin Ser Gly Pro Leu Pro Lys Pro Ser Leu Gin Ala 
20 25 30 
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Gin Gly 
50 



Leu Pro Ser Ser Leu Val Pro Leu Glu Lys Pro Val Thr Leu Arg Cys 
35 40 45 

Pro Pro Gly Val Asp Leu Tyr Arg Uu Glu Lys Leu Ser Ser 
55 60 
Ser Arg Tyr Gin Asp Gin Ala Val I.cu Pho He Pro Ala Met Lys Arg 
65 70 75 80 

Ser Leu Ala Gly Arg Tyr Arg Cys Ser Tyr Gin Asn Gly Ser Leu Trp 

85 90 95 

Ser I.eu Pro Ser Asp Gin Leu Glu Leu Val Ala Thr Gly Val Phe Ala 

100 105 
Lys Pro Ser Leu Ser Ala Gin Pro Gly Pro Ala Val Ser Ser Gly Gly 

115 120 125 

Asp Val Thr Leu Gin Cys Gin Thr Arg Tyr Gly Phe Asp Gin Phe Ala 

130 135 140 

Leu Tyr Lys Glu Gly Asp Pro Ala Pro Tyr Lys Asn Pro Glu Arg Trp 
145 150 155 

Tyr Arg Ala Ser Phe Pro lie He Thr Val Thr Ala Ala His Ser Gly 

165 170 175 

Thr Tyr Arg Cys Tyr Ser Phe Ser Ser Arg Asp Pro Tyr Leu Trp Ser 

180 185 190 

Ala Pro Ser Asp Pro Leu Glu Leu Val Val Thr Gly Thr Ser Val Thr 

195 200 205 

Pro Ser Arg Leu Pro Thr Glu Pro Pro Sor Ser Val Ala Glu Phe Ser 

210 215 220 

Glu Ala Thr Ala Glu Leu Thr Val Ser Phe Thr Asn Glu Val Phe Thr 
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225 230 235 240 

Thr Glu Thr Ser Arg Ser lie Thr Ala Ser Pro Lys Glu Snr Asp Ser 

245 250 255 

Pro Ala Gly Pro Ala Arg Gin Tyr Tyr Thr Lys Gly Asn Leu Val Arg 

260 265 270 

lie Cys Leu Gly Ala Val lie Lou lie He Leu Ala Gly Phe Leu Ala 

275 280 285 

Glu Asp Trp tlis Ser Arg Arg Lys Arg Leu Arg His Arg Gly Arg Ala 

2go 29b 300 

Val Gin Arg Pro Leu Pro Pro Leu Pro Pro l.cu Pro Leu Thr Arg Lys 
305 310 315 320 

Ser His Gly Gly Gin Asp Gly Gly Arg Gin Asp Val His Scr Arg Gly 
325 330 335 

Leu Cys Ser 



<210> 2 
<21P 487 

<212 • PRT 

<213 • Homo sapiens 
<400> 2 

Met Ala Scr Ser Ala Glu Gly Asp Glu Gly Thr Val Val Ala Lcu Ala 

1 5 10 15 

Gly Val Leu Gin Ser Gly Phe Gin Glu Leu Ser Leu Asn Lys Leu Ala 
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20 25 30 

Thr Scr Leu Giy Ala Ser Glu Gin Ala I.eu Arg Leu lie He Ser lie 

35 40 45 

Phe Leii Gly Tyr Pro Fhe Ala Leu Phe Tyr Arg His Tyr Leu Phe Tyr 

50 5f> 
Lys Glu Thr Tyr Leu lie His Leu Fhe His Thr Phe Thr Gly Leu Ser 
65 70 75 80 

lie Ala Tyr Phe Asn Phe Gly Asn Glu Leu Tyr His Ser Leu Leu Cys 

85 90 95 

lie Val Leu Gin Phe Leu He Leu Arg Leu Met Gly Arg Thr He Thr 

100 105 HO 

Ala Val Leu Thr Thr Phe Cys Phe Gin Met. Ala Tyr Leu Leu Ala Gly 

lis 120 125 

Tyr Tyr Tyr Thr Ala Thr Gly Asn Tyr Asp He Lys Trp Thr Hot Pro 

130 135 HO 

His Cys Val Leu Thr Lou Lys Leu He Gly Leu Ala Val Asp Tyr Phe 
145 150 155 160 

Asp Gly Gly Lys Asp Gin Asn Ser Leu Ser Ser Glu Gin Gin Lys Tyr 

165 . 170 175 

Ala He Arg Gly Val Pro Ser Leu Leu Glu Val Ala Gly Phe Ser Tyr 

180 185 190 

Phe Tyr Gly Ala Phe Leu Val Gly Pro Gin Phe Ser Met Asn His Tyr 

195 200 205 

Met Lys Leu Val Gin Gly Glu Leu He Asp He Pro Gly Lys He Pro 
210 215 220 
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5 



Asn Ser He He Pro Ala Leu Lys Arg Leu Ser Leu Gly Leu Phe Tyr 

230 235 240 

225 ^'^^ 

Lou Val Gly Tyr Thr Leu Leu Ser Pro His Tie Thr Glu Asp Tyr Leu 

245 250 255 

Leu Thr Glu Asp Tyr Asp Asn ll.s Pro Phe Trp Phe Arg Cys Mot Tyr 

260 265 270 

Met Leu lie Trp Gly Lys Phe Val Leu Tyr Lys Tyr Val Thr Cys Trp 



275 



Leu Val Thr Glu 



290 



Phe Glu Glu Lys 



280 



285 



Gly Val Cys He Leu Thr Gly Leu Gly Phe Asn Gly 



295 



300 



Gly Lys Ala Lys Trp Asp Ala Cys Ala Asa Met Lys 



315 



320 



Val Trp Leu Phe 



305 310 

Glu Thr Asn Pro Arg Phe Thr Gly Thr lie Ala Ser 
325 330 335 

Thr Asn Ala Trp Val Ala Arg Tyr lie Phe Lys Arg 

350 



Phe Asn He Asn 

340 345 
Leu Lys Phe Leu Gly Asn Lys Glu Leu Ser Gin Gly Leu Ser Leu Leu 



355 



360 



365 



Phe Leu Ala Leu Trp His Gly Lou His Ser Gly Tyr Leu Val Cys Phe 

370 375 380 

Gin Met Glu Phe Leu He Val He Val Glu Arg Gin Ala Ala Arg Leu 

395 400 



385 



He Gin Glu Ser 



390 



Pro Thr Leu Ser Lys Leu Ala Ala He Thr Val Leu 



405 



410 



415 



Gin Pro Phe Tyr Tyr 



Leu Val Gin Gin Thr He His Trp Leu Phe Met 
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6 



420 125 430 

Gly Tyr Ser Met Thr Ala Hhe Cys Leu Phe Thr Trp Asp l.ys Trp Leu 

435 440 445 

Lys Val Tyr Lys Ser He Tyr Phe Leu Gly His lie Phe Phe I.eu Ser 

450 455 460 

Leu Leu Phe lie Leu Pro Tyr lie His Lys Ala Met Val Fro Arg Lys 

480 

465 



470 



Glu Lys Leu Lys Lys Met Glu 
485 



<210> 3 
<2ll- 262 
•'.212 • PRT 

'.;213 ' Homo sapiens 



<400 > 3 



Met Ala Ala Ala Ser Ala Gly Ala Thr Arg Leu Leu Leu Leu Leu Leu 

1 5 10 

Met Ala Val Ala Ala Pro Ser Arg Ala Arg Gly Ser Gly Cys Arg Ala 



20 



25 



30 



Gly Thr Gly Ala Arg Gly Ala Gly Ala Glu Gly Arg Glu Gly Glu Ala 

35 40 45 

Cys Gly Thr Val Gly Leu Leu Leu Glu His Ser Phe Glu lie Asp Asp 

50 55 60 

Ser Ala Asn Phe Arg Lys Arg Gly Ser Leu Leu Trp Asn Gin Gin Asp 
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7 



65 



70 



80 



Gly Thr Leu Ser Leu Ser Gin Arg Gin Leu Ser Glu Glu Glu Arg Gly 

85 90 95 

Arg Leu Arg Asp Val Ala Ala Leu Asn Gly Leu Tyr Arg Val Arg lie 

ICQ 105 110 

Pro Arg Arg Pro Gly Ala Leu Asp Gly Leu Glu Ala Gly Gly Tyr Val 

115 120 12S 

Ser Ser Phe Val Pro Ala Cys Ser Leu Val Glu Ser His Leu Ser Asp 



130 



135 



140 



Gin Leu Thr Leu Hi. Val A.p Val Ala Gly Asn Val Val Gly Val Ser 
145 

Val Val Thr His Pro Gly Gly Cys Arg Gly His Glu Val Glu Asp Val 

165 170 
Asp Leu Glu Leu Phe Asn Thr Ser Val Gin Leu Gin Pro Pro Thr Thr 

180 185 190 

Ala Pro Gly Pro Glu Thr Ala Ala Phe lie Glu Arg Leu Glu Met Glu 

195 200 205 

Gin Ala Gin Lys Ala Lys Asn Pro Gin Glu Gin Lys Ser Phe Phe Ala 

210 215 220 

Lys Tyr Trp Met Tyr He lie Pro Val Val Leu Phe Leu Met Met Ser 
22B 

Gly Ala Pro Asp Thr Gly Gly Gin Gly Gly Gly Gly Gly Gly Gly Gly 

245 250 
Gly Gly Gly Ser Gly Arg 
260 



255 
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<210> 4 
''.211 • 166 
<:212 • PRT 

<213 ' Homo sapiens 



<400> 4 

Met Gin Pro Pro Val Pro Gly Pro Leu Gly l.eu I.eu Asp Pro Ala Giu 

1 5 10 15 

Gly Leu Scr Arg Arg Lys Lys Thr Ser Leu Trp Phe Val Gly Ser Leu 

20 25 30 

Leu Leu Val Ser Val Leu He Val Thr Val Gly Leu Ala Ala Thr Thr 

35 40 45 

Arg Thr Glu Asn Val Thr Val Gly Gly Tyr Tyr Pro Gly He He Leu 

50 55 60 

Gly Phe Gly Ser Phe Leu Gly He He Gly He Asn Leu Val Glu Asn 
65 70 75 80 

Arg Arg Gin Met Leu Val Ala Ala He Val Phe He Ser Phe Gly Val 

85 90 95 

Val Ala Ala Phe Cys Cys Ala He Val Asp Gly Val Phe Ala Ala Gin 

100 105 110 

His He Glu Pro Arg Pro Leu Thr Thr Gly Arg Cys Gin Phe Tyr Ser 

115 120 125 

Ser Gly Val Gly Tyr Leu Tyr Asp Val Tyr Gin Thr Glu Val Ser Arg 
130 135 HO 
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a. "V *" "■" "° 



150 



Ser 
145 

Arg Gly Phe Pro Cys Thr 
165 



155 



160 



<210> 5 
«^2ll' 416 
''212 PRT 

•:213> Homo sapiens 



<.400> 5 



Met Ser Glu AU Asp Gly Leu Arg 



Gin Arg Arg Fro Leu Arg Pro Gin 



10 



IB 



„1 v„ Thr ASP ASP ASP 0,, C,„ A,. Pro Cl» .13 Us Asp 01, Ser 



20 



25 



30 



35 40 

50 

75 80 

65 7« 

n . Thr I vs Leu Arg Gin Ala Glu Arg Leu Phe Glu 
Val Leu His Pro Asn Thr Lys Leu nrg 

85 90 95 



100 



105 



no 
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Phe Thr 01 y Thr Ala Asp Gly Arg Val Val Lys Leu f.lu Asn Gly Clu 

115 120 125 

He Glu Thr He Ala Arg Phe Gly Ser Gly Pro Cys Lys Thr Arg Asp 

,30 135 140 

Asp Glu Pro Val Cys Gly Arg Pro Leu Gly He Arg Ala Gly Pro Asn 

145 

Gly Thr Leu Phe Val Ala Asp Ala Tyr Lys Gly Lou Phe Glu Val Asn 
,65 

Pro Trp Lys Ar, Glu Val Lys Leu Leu Leu Sor Ser Glu Thr Pro He 

180 185 190 

Glu Gly Lys Asn Met Ser Phe Val Asn Asp Leu Thr Val Thr Gin Asp 

196 205 
Gly Arg Lys He Tyr Phe Thr Asp Ser Ser Ser Lys Trp Gin Arg Arg 

210 215 220 

Asp Ty. Leu Leu Leu Val Met Glu Gly Thr Asp Asp Gly Arg Leu Leu 
225 

Glu Tyr Asp Thr Val Thr Arg Glu Val Lys Val Leu Leu Asp Gin Leu 

245 250 255 

Arg Phe Pro Asn Gly Val Gin Leu Ser Pro Ala Glu Asp Phe Val Leu 

260 265 270 

Val Ala Glu Thr Thr Mot Ala Arg He Arg Arg Val Tyr Val Sor Gly 

275 280 285 

Leu Met Lys Gly Gly Ala Asp Leu Phe Val Glu Asn Met Pro Gly Phe 

290 295 300 

Pro Asp Asn Ho Arg Pro Ser Ser Ser Gly Gly Tyr Trp Val Gly Met 



wo 01/04297 



PCT/JPOO/03942 



11 



305 



310 



315 



320 



Ser Thr lie Arg Pro Asn 



Pro Gly Fhf Ser Met Leu Asp Phe Leu Ser 



325 



330 



335 



Glu Arg Pro Trp 



He Lys Arg Met lie Phe Lys Leu Phe Ser Gin Glu 



340 



345 



350 



Thr Val Met Lys Phe Val Pro Arg Tyr Sor l.cu Val Leu Glu Leu Ser 



355 



360 



Asp Scr Gly Ala Phe Arg Arg Ser 

375 



370 



365 

Leu His Asp Pro Asp Gly Leu Val 
380 



Ala Thr Tyr lie Ser GL 



u Val His Glu His Asp Gly His Leu Tyr Leu 



385 



390 



395 



400 



Gly Ser Phe Arg Scr Pro Ph 



e Leu Cys Arg Leu Ser Leu Gin Ala Val 



405 



410 



415 



<210> 6 
<2ll> 117 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Mot Arg Leu Ser Leu Pro Leu Leu Leu Leu Leu Leu Gly Ala Trp Ala 
lie Pro Gly Gly Leu Gly Asp Arg Ala Pro Leu Thr Ala Thr Ala Pro 



20 



25 



30 



Gin Leu Asp Asp Gl 



u Glu Met Tyr Ser Ala His Met Pro Ala His Leu 
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12 



35 



40 



45 



ArK Cys Asp Ala Cys Arg 



rg Ala Vai Ala Tyr Gin Val Ser Pro Ser Pro 



50 



55 



60 



Leu Ser Pro Cys Pro Ala His Thr Pro Ser Gin Ala Arg Pro Leu His 



65 



70 



75 



80 



Pro Pro His lie Pro Pro Pro Ala Phe Asp Pro Gin Ser Leu Pro Leu 

85 ^0 9^ 

Gly lie Lys Pro Gin Met Gin Pro Phe He Tyr Ser Met Pro Gin Phe 

100 10b 
Thr His Leu Pro Ala 
115 



110 



<210> 7 
•'2 IT/ 324 

•:212 • PRT 

':213/ Homo sapiens 



<,400> 7 



Met Ser Val Glu Asp Gly Gly Met Pro Gly Lea Gly Arg Pro Arg Gin 



10 



15 



Ala Arg Trp Th 



r Leu Met Leu Leu Leu Ser Thr Ala Met Tyr Gly Ala 



20 



25 



30 



His Ala Pro Leu I 



35 



,ou Ala Leu Cys His Val Asp Gly Arg Val Pro Phe 



40 



45 



Arg Pro Ser Ser Ala Val Leu Leu Thr Glu Leu Thr Lys Leu Leu Lou 
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13 



50 



55 



60 



Val Gly Trp Gin Ala Trp Pro Gin Gly Pro 



75 



80 



Cys Ala Phe Ser Leu Leu 
65 70 
Pro Pro Trp Arg Gin Ala Ala Pro Phe Ala Leu Ser Ala Leu Leu Tyr 



90 



95 



Gly Ala Asn Asn Asn Leu Val He Tyr Leu Gin Arg Tyr Met Asp Pro 



100 



105 



110 



Ser Th 



r Tyr Gin Val Leu Ser Asn Leu Lys lie Gly Ser Thr Ala Val 



115 



120 



12b 



Leu Tyr Cys Leu Cys Leu Arg His Arg Leu Ser Val Arg Gin Gly Leu 



130 



135 



140 



Ala Leu Leu Leu Leu Met Ala Ala Gly Ala Cys Tyr Ala Ala Gly Gly 



145 



150 



155 



160 



Leu Gin Val Pro Gly Asn 
165 



Thr Lea Pro Scr Pro Pro Pro Ala Ala Ala 



170 



175 



Ala Ser Pro Met Pro Leu His He Thr Pro Leu Gly Leu Leu Leu Leu 



180 



185 



190 



lie Leu Tyr Cys Leu lie Ser Gly Leu Ser Ser Val Tyr Thr Glu Leu 



195 



Leu Met Lys Arg Gin Arg 



210 



200 



205 



Leu Pro Leu Ala Leu Gin Asn Leu Phe Leu 



215 



220 



Tyr Thr Phe Gly Val Leu Leu Asn Leu Gly Leu His Ala Gly Gly Gly 



225 



230 



235 



240 



Ser Gly Pro Gly Leu Leu Glu Gly Phe Ser Gly Trp Ala Ala Leu Val 



245 



250 



255 
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14 



Val Leu Ser Gin Ala Leu Asn Gly Leu Lou Mot Sor Ala Val Met Ly. 

260 ^65 270 

His Gly Ser Ser lie Thr Arg Leu Phe Val Val Ser Cys Sor Leu Val 

275 280 285 

Val Asn Ala Val Leu Ser Ala Val Leu Leu Arg Leu Gin Leu Thr Ala 

290 295 300 

Ala Phe Phe Leu Ala Thr Leu Leu lie Gly Leu Ala Met Arg Leu Tyr 



:i05 



310 



315 



320 



Tyr Oly Ser Arg 



<'210:' 8 
■211 ■ 137 
•,212 ■ PRT 

• 213 Homo sapiens 



•;400> 8 

Met Gly Phe Cly Ala Thr Leu Ala Val Gly Leu Thr He Phe Val Leu 

5 10 15 

Ser Val Val Thr lie He He Cys Phe Thr Cys Ser Cys Cys Cys Leu 

20 25 30 

Tyr Lys Thr Cys Arg Arg Pro Arg Pro Val Val Thr Thr Thr Thr Ser 

35 10 45 

Thr Thr Val Val His Ala Pro Tyr Pro Gin Pro Pro Ser Val Pro Pro 

60 



50 



35 



Scr 



Tyr Pro Gly Pro Ser Tyr Gin Gly Tyr His Thr Mot Pro Pro Gin 
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15 



65 



70 



75 



80 



P„ Cly »ot Pr. Ala AU Pro T,r Pro Cn T,r Pro Pro Pro T,r 



85 



90 



95 



Pro AU Gin Pro Met Gly Pro 



Pro Ala Tyr His Clu Thr Leu Ala Gly 



100 



105 



110 



Gly Ala Ala Ala Pro Tyr 



Pro Ala Ser Gin Pro Pro Tyr Asn Pro Ala 



115 



120 



125 



Tyr Met Asp Ala Pro Lys Ala Ala Leu 

135 



130 



<210> 9 
<;2n ^ 311 
riYl • PRT 

•:213 > Homo sapiens 



<400> 9 

„„ Cl, Val Pro Thr AU Uu Glu AU «, Ser Trp Arg Trp CI, S.r 



U„ UU Ph» AU Phe Leo AU AU Ser Leo 01, Pro V»l AU AU 

25 30 

35 

Val Thr Uu Thr Cys Arg Leu Leu Gly Pro Val Asp Lys Gly His 

55 

50 

V.1 Thr Phe T,r L,s Thr Trp T,r Ar, Ser S.r Ar, Cl, Olu Val 
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16 



6S 



70 



75 



80 



Gin TKr Cys Ser Clu Arg Arg Pro He Arg Asn Leu Thr Phe Gin Asp 

85 90 95 

Leu His Leu His His Gly Gly His Gin Ala Ala Asn Thr Ser Hts Asp 

100 105 
,.eu Ala Gin Arg His Gly Leu Glu S.r Ala Ser Asp His His Gly Asn 

115 120 
Phe Ser He Thr Mel Arg Asn Leu Thr Leu Leu Asp Ser Gly Leu Tyr 



130 



135 



140 



Cys Cys Leu Val Val Glu lie Arg His His His Ser Glu His Arg Val 
H5 

His Gly Ala Met Glu Lou Gin Val Gin Thr Gly Lys Asp Ala Pro Ser 

165 170 
Asn Cys Val Val Tyr Pro Ser Sor Ser Gin Glu Ser Glu Asn He Thr 

180 1«5 
Ala Ala Ala Leu Ala Thr Gly Ala Cys He Val Gly He Leu Cys Leu 

195 200 205 

Pro Leu He Leu Leu Leu Val Tyr Lys Gin Arg Gin Ala Ala Ser Asn 

210 220 
Arg Arg Ala Gin Glu Leu Val Arg Met Asp Ser Asn He Gin Gly He 
225 

Glu Asn Pro Gly Phe Glu Ala Ser Pro Pro Ala Gin Gly He Pro Glu 

245 250 255 

Ala Lys Val Arg His Fro Leu Ser Tyr Val Ala Gin Arg Gin Pro Ser 



260 



265 



270 
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17 



Glu Ser Gly Arg His l,eu Leu Scr G\u Pro Ser Thr Pro Leu Ser Pro 

275 280 285 

Pro Gly Pro Gly Asp Val Phe Phe Pro Scr Leu Asp Pro Vai Pro Asp 

290 295 300 

Scr Pro Asn Phe Glu Val lie 
305 

^210> 10 
<2ir- 543 
•:212 • PRT 

<213 • Homo sapiens 



<400> 10 

Met Ala Val Scr Glu Arg Arg Gly Leu Gly Arg Gly Ser Pro Ala Glu 

1 5 10 15 

Trp Gly Gin Arg Leu Leu Leu Val Leu Leu Leu Gly Gly Cys Ser Gly 

20 25 30 

Arg He His Arg Leu Ala Leu Thr Gly Glu Lys Arg Ala Asp He Gin 

35 10 4^ 

Leu Asn Scr Phe Gly Phe Tyr Thr Asn Gly Ser Leu Glu Val Glu Leu 

50 55 60 

Ser Val Leu Arg Leu Gly Leu Arg Glu Ala Glu Glu Lys Ser Leu Leu 
65 70 75 80 

Val Gly Phe Ser Leu Ser Arg Val Arg Ser Gly Arg Val Arg Ser Tyr 
85 90 
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18 



Ser Thr Arg Asp Phe Gin Asp Cys Pro Le>. Gin Lys Asn Ser Ser Ser 



100 



105 



110 



P,e Leu Va. l-eu Phe Uu lie Asn Thr Lys Asp Leu G.n Val Gin Val 



lib 



120 



125 



Arg Lys Tyr Gly Glu 



130 



;iu Gin Lys Thr Leu Phe He Phe Pro Gly Leu Leu 



135 



140 



Pro Glu Ala Pro Ser Lys Pro Gly Leu Pro Lys Pro Gin Ala Thr Val 



145 



150 



155 



160 



Ser Ala Ala Ser Lys Pro Lys 
175 



Pro Arg Lys Val Asp Gly Gly Gly Thr 

165 170 
ser Thr Pro Ala Val He Gin Gly Pro Ser Gly Lys Asp Lys Asp Leu 



180 



185 



190 



Val 



Leu Gly Leu Ser His Leu Asn Asn Ser Tyr Asn Phe Ser Phe His 



195 



200 



205 



Val Val lie Gly Ser 



210 



His Asn Cys Asn Asn Ser 



,r Gin Ala Glu Glu Gly Gin Tyr Ser l,eu Asn Phe 



215 



220 



Val Pro Gly Lys Glu His Pro Phe Asp Tie 



225 



230 



235 



240 



Thr Val Mec lie Arg Glu Lys Asn Pro Asp Gly Phe Leu Ser Ala Ala 



245 



250 



255 



Glu Met Pro I 



.cu Phe Lys Leu Tyr Met Val Met Ser Ala Cys Phe Leu 



260 



Ala Ala Gly He Phe 



275 



265 



270 



Trp Val Ser He Leu Cys Arg Asn Thr Tyr Ser 



280 



285 



val Phe Lys lie His Trp Leu Met Ala Ala Leu Ala Phe Thr Lys Ser 
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290 



295 



300 



He Ser Leu Leu Fhe 



3 His Ser He Asn Tyr Tyr Phe lie Asa Ser Gin 



305 



Gly His Pro 



310 



315 



320 



lie Glu Gly Leu Ala Val Met Tyr Tyr He Ala His Leu 



325 



330 



335 



Leu Lys Gly Ala Leu Leu Phe lie Thr lie Ala Leu He Gly Ser Gly 

340 345 350 

Trp Ala Phe He Lys Tyr Val Leu Sor Asp Lys Glu Lys Lys Val Phe 



3f^5 



360 



365 



Gly lie Val He Pro Met Gin 



Val Leu Ala Asn Val Ala Tyr lie He 



370 



375 



380 



He Glu Ser Arg 



385 



. Glu Glu Gly Ala Ser Asp Tyr Val Leu Trp Lys Glu 



390 



395 



400 



lie Leu Phe Leu Val Asp Leu lie Cys Cys Gly Ala lie Leu Phe Pro 

405 410 415 

Val Val Trp Ser He Arg His Leu Gin Asp Ala Ser Gly Thr Asp Gly 

425 430 
Leu Ala Lys Leu Lys Leu Phe Arg His Tyr Tyr 

445 



420 



Lys Val Ala Val Asn 

435 440 
Val Met Val He Cys Tyr Val Tyr Phe Thr Arg He He Ala He Leu 



450 



Leu Gin Val Ala 



455 



460 



Val Pro Phe Gin Trp Gin Trp Leu Tyr Gin Leu Leu 



475 



480 



465 470 
Val Glu Gly Ser Thr Leu Ala Phe Pho Val Leu Thr Gly Tyr Lys Phe 



485 



490 



495 
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Gin Pro Thr Oly Asn Asn Pro Tyr I.ca Gin Leu Pro Gin Glu Asp Glu 

500 505 510 

Glu Asp Val Gin Met Glu Gin Val Met Thr Asp Scr Gly Phe Arg Glu 

515 520 525 

Gly Leu Ser Lys Val Asn Lys Thr Ala Ser Gly Arg Glu Leu Leu 



530 



535 



540 



<210> 11 
<'211 • 1017 
••212- DNA 

<213'' Homo sapiens 



<400.> 11 

atgtctccat ccccgaccgn rctcttctgt cttgggctgt gtctggggcg tgtgccagcg 
cagagtggac cgctccccaa gccctccctc caggctctgc ccagctccct ggtgcccctg 
gagaagccag tgaccctccg gtgccaggga cctccgggcg tggacctgta ccgcctggag 
aagctgagtt ccagcaggta ccaggatcag gcagtcctct tcatcccggc catgaagaga 
agtctggctg gacgctaccg ctgctcctac cagaacggaa gcctctggtc cctgcccagc 
gaccagctgg agctcgttgc cacgggagtt tttgccaaac cctcgctctc agcccagccc 
ggcccggcgg tgtcgtcagg aggggacgta accctacagt gtcagactcg gtatggcttt 
gac-caatttg ctctgtacaa ggaaggggac cctgcgccct acaagaatcc cgagagatgg 
taccgggcta gttttcccat catr.acggtg accgccgccc acagcggaac ctaccgatgc 
tacagcttct ccagcaggga cccatacctg tggtcggccc ccagcgaccc cctggagctt 
gtggtnacag gaacctctgt gacccccagc cggttaccaa cagaaccacc ttcctcggta 
gcagaattct cagaagccac cgctgaao.tg accgtctcat tcacaaacga agtcttcaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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21 



actgagactt cUggagtat caccgccagt ccaaaggagt cagactctcc agctggtcct 
gcccgccagt actacaccaa gggcaacctg glccggatat gcctcggggc tgtgatccta 
ataatcctgg cggggtttct ggcagaggac tggcacagcc ggaggaagcg cctgcggcac 
aggggcaggg ctgtgcagag gccgcttccg cccctcccgc ccctcccgct gacccggaaa 
tcacacgggg gtcaggatgg aggccgacag gatgttcaca gccgcgggtt atgttca 



780 
840 
900 
960 
1017 



<210> 12 
'211> 1461 
•212 DNA 

•'213 * Homo sapiens 



<400> 12 

atggcgtcct cagcggaggg ggacgagggg actgtggtgg cgctggcggg ggttctgcag 
tcgggtttcc aggagctgag ccttaacaag ttggcgacgl ccctgggcgc gtcagaacag 
gcgctgcggc tgatcatctc catcttcctg ggUacccct ttgctttgtt ttatcggcat 
taccttttct acaaggagac ctacctcatc cacctcttcc atacctttac aggcctctca 
attgcttatt ttaactttgg aaaccagctc taccactccc tgctgtgtat tgtgcttcag 
ttcctcatcc ttcgactaat gggccgcacc atcactgccg tcctcactac cttttgcttc 
cagatggcct accttctggc tggatactat tacactgcca ccggcaacta cgatatcaag 
tggacaatgc cacattgtgt tctgacttlg aagctgattg gtttggctgt tgactacttt 
gacggaggga aagatcagaa ttccttgtcc tctgagcaac agaaatatgc catacgtggt 
gttccttccc Igctggaagt tgctggtttc tcctacttc. atggggcctt cttggtaggg 
ccccagttct caatgaatca ctacatgaag ctggtgcagg gagagctgat tgacatacca 
ggaaagatac caaacagcal cattcctgct ctcaagcgcc tgagtctggg ccttttctac 
ctagtgggct acacactgct cagcccccac atcacagaag actatctcct cactgaagac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 



_ PCT/JPOO/03942 

WO 01/04297 

22 



tatgacaacc acccctUtg gttccgctgc atgtacntgc tgatclgggg caagtttgtg 840 

ctgtacaaat atgtcacctg ttggctggtc acagaaggag tatgcatttt gacgggcctg 900 

ggcttcaatg gctttgaaga aaagggcaag gcaaagtggg atgcctgtgc caacatgaag 960 

g.,tggctct ttgaaacaaa cccccgcttn actggcacca ttgcctcatt caacatcaac 1020 

accaacgcct gggtgg.ccg ctacaUUc aaacgactca agttc.Ugg aaataaagaa 1080 

ctctctcagg gtctctcgtt gctattcctg gccctctggc acggcctgca ctcaggatac IHO 

ctggtcagct tccagatgga attcctcatt gttattgtgg aaagacagg. tgccaggctc 1200 

attcaaga^ gccccaccct gag.aagctg gccgccatt.a ctgtcctcca gcccttctac 1260 

tatttggtgc aacagaccat ccactggctc ttcatgggtt actccatgac tgcctt.tgr. 1320 

ccttcacgt gggacaaatg gcttaaggtg tataaatcca tctatttcct tggccacatc 1380 

ttcttc.tga gcctactatt catattgcct tatattcaca aagcaatggt gccaaggaaa 1440 

1461 

gagaagllaa agaagatgga a 

<210' 13 

■•■211 > 786 
';212> DNA 

<213> Homo sapiens 



60 



<400> 13 

atggcggcag ccagcgctgg ggcaacccgg ctgctcctgc tcttgctgat ggcggtagca 

gcgcccagtc gagcccgggg cagcggclgc cgggccggga ctggtgcgcg aggggctggg 120 

gcggaaggtc gagagggcga ggcctgtggc acggtggggc tgctgctgga gcactcattt 180 

gagatcgatg acagtgccaa cttccggaag cggggctcac tgctctggaa ccagcaggat 240 

ggtaccttgt ccctgtcaca gcggcagctc agcgaggagg agcggggccg actccgggat 300 

gtggcagccc tgaatggoct gtaccgggtc cggatcccaa ggcgacccgg ggccctggat 360 
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ggcctggaag 
cacctgtcgg 
gtggtgacgc 



ttcaacacct 
ttcattgagc 
tccttctlcg 

ggagcgccag 

ggf^cgg 



ctggt^Kcta 
accagctgac 

accccggggg 
cggtgcagct 
gcctggagaL 
ccaaatactg 
acaccggggg 



tgtctcctrr, 
cctgcacgtg 
ctgccggggc 
gcagccgccc 
ggaacaggcc 
gatgtacatr 
ccaggglggg 



tttgtccclg 
gatgtggccg 
catgaggtgg 
accacagccc 
cagaaggcca 
attcccgtcg 
ggtgggggtg 



cgtgctccct 
gcaacgtggt 
aggacgtgga 
caggccctga 
agaaccccca 
icctgttcct 
ggggtggtgg 



ggtggagtcg 

gggcgtglcg 

cctggagctg 

gacggcggcc 

ggagcagaag 

catgatgtca 

tgggggtagt 



420 

480 

540 

600 

660 

720 

780 

786 



<2io: 14 

<2ll • 498 
<212> DNA 

<213> Homo sapiens 



<.400> 14 
atgcagccgc 
aggaagaaga 
accgtcgggc 
gggatcattc 
agaaggcaaa 
tgctgcgcca 
acgggaagat 
gaggtgagca 
cgcggttttc 



cggtgcccgg 
cgtcgctctg 
tggctgccac 
tcggctttgg 
tgctggtggc 
tcglggacgg 
gccagtttta 
ggagcactga 
cctgcaca 



gcccctgggc 

gtttgtgggg 

caccaggacg 
atctttctta 
agcgatcgtg 
cgtatttgca 
ctccagtggg 
galtcatgtg 



ctgclggacc 
tctctgctgc 
gagaatgtga 
ggaattattg 
tttatcagtt 
gcacagcaca 
gtgggg^act 
ggttttgctc 



ccgcagaagg gctttcgagg 
tggtgtccgt cctcatagtc 
ccgttggggg ctactaccca 
gcatcaactt ggtggagaat 
ttggcgtggt ggccgccttc 
ttgaaccgag gcccctcacc 
tgtacgatgt ctaccagaca 
agctaacccc gccgacccca 



60 
120 
180 
240 
300 
360 
420 
480 
498 
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<2io:- 15 
<.2ll ' 1248 
<212:' DNA 

•:213.' Homo sapiens 



'400> 15 
atgagcgagg 
gatgatggcc 
gtgaccttct 
ctggaatctc 
gttctgcatc 
ggaccggagt 
gtcglaaaac 
aaaacccgag 
gggactctct 
gaagtgaaac 
aatgatntta 
tggcaaagac 
gagtatgata 
ggagtccagc 
alacgaagag 
atgcctggat 
tcgaccatcc 
attaaaagga 
tacagcctcg 



cggacgggcl gcgacagcgc cggcccctgc ggccgcaggt cgtcacagac 
aggccccgga ggctaaggac ggcagctcct ttagcggcag agUttccga 
tgatgctggc tgttlcictc accgttcccc tgcttggagc catgatgctg 
ctatagatcc acagcctctc agcttcaaag aacccccgct cttgcttggl 
caaatacgaa gctgcgacag gcagaaaggc tgtttgaaaa tcaacttgtt 
ccatagcaca tattggggat gtgatgttta ctgggacagc agatggccgg 
ttgaaaatgg tgaaatagag accattgcc. ggtttggttc gggcccttgc 
atgatgagcc Igtgtglggg agacccctgg gtatccgtgc agggcccaat. 
ttgtggccga tgcatacaag ggactatttg aagtaaatcc ctggaaacgt 
tgctgctgtc ctccgagaca cccattgagg ggaagaacat gtcctttgtg 
cagtcactca ggatgggagg aagatttatt tcaccgattc tagcagcaaa 
gagactacct gcttctggtg atggagggca cagatgacgg gcgcctgctg 
ctgtgaccag ggaagtaaaa gttttatlgg accagctgcg gttcccgaat 
tgtctcctgc agaagacttt gtcctggtgg cagaaacaac catggccagg 
tctacgtttc tggcctgatg aagggcgggg ctgatctgtt Igtggagaac 
ttccagacaa calccggccc agcagctctg gggggtactg ggtgggcatg 
gccctaaccc tgggtUtcc atgctggatt tcttatctga gagaccctgg 
tgatttttaa gctctttagt caagagacgg tgatgaagtt tgtgccgcgg 
tcctagaacl cagcgacagc ggtgccttcc ggagaagcct gcatgatccc 



60 

120 

180 

240 

300 

360 

420 

480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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gatgggctgg tggccaccla calcagcgag gtgcacgaac acgatgggca cctgtacctg 1200 
ggclctttca ggtccccctt cctctgcaga ctcagcctcc aggctgtt 1248 



<210> 16 
<211> 351 
<212 • DNA 

<213^ Homo sapiens 



<400> 16 












atgaggctgt 


cactgccact 


gctgctgrtg 


ctgctgggag cclgggccat 


cccagggggc 


60 


ctcggggana 


gggcgccact 


cacagccaca 


gccccacaac tggatgatga ggagatgtac 


120 


tcagcccaca 


tgcccgctca 


cctgcgctgt 


gatgcctgca gagctgtggc 


ttaccaggtg 


180 


agtccttcac 


cactgtcacc 


ctgccctgct 


cacacccctl ctcaagccag 


acccctccac 


240 


ccacclcaca 


ttccaccacc 


ggcctttgat 


ccccaatccc taccactggg 


catcaagcca 


300 


cagatgcagc 


ctttcatata 


ttncatgcct cagtttaccc atctgcctgc 


c 


351 



<210> 17 
<211> 972 
<212^ DNA 

<213> Homo sapiens 



<400> 17 

algagtgtag aggatggggg tatgccaggc 

ctgatgctac tcctatccac tgccatgtac 

catgtggacg gccgagtgcc cttccggccc 



ctgggccgtc ccaggcaggc ccgctggacc 
gglgcccatg ccccattgct ggcactgtgc 
tcctcagccg tgctgctgac tgagctgacc 
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c 



cc 



aagrtactgt tatgcgccll ctcccttctg gtaggctggc aagc.tggn. ccaggggccc 
ccaccctggc gccaggctgc tcccttcgc.a ctatcagccc tgclctatgg cgctaacaac 
aacctggtga tct«tcttca gcgttacatg gaccccagca cctaccaggt gctgagtaal 
ctcaagattg gaagcacagc tgtgctctac tgcctctgcc tccggcaccg cctctctgtg 
cgtcaggggt tagcgctgct gctgctgatg gctgcgggag cctgctatgc agcagggggc 
ttcaagttc ccgggaacac ccttcccagt ccccctccag cagctgctgc cagccccatg 
cctgcata tcactccgct aggcctgctg ctcctcattc Iglactgcct catctcaggc 
ttgtcgtcag tgtacacaga gctgctcalg aagcgacagc ggctgcc.rct ggcacttcag 
aacclcttcc Ictacacttt tggtgtgctt ctgaat.ctag gtctgcatgc tggcggcggc 
tctggcccag gcctcctgga aggtttctca ggatgggcag cactcgtggt gctgagccag 
gcactnaatg gactgclcat gtctgctgtc atgaagcatg gcagcagcat cacacgcctc 
Ittgtggtgt cctgctcgct ggtggtcaac gccgtgctct cagcagtcct gctacggctg 
cagctcacag ccgccttctt cctggccaca ttgctcattg gcctggccat gcgcctgtac 
tatggcagcc gc 

<210: 18 

<21l> 411 

<212' DNA 

<213 ' Homo sapiens 

<400/ 18 

atggggttcg gagcgacctt ggccgttggc ctgaccatct ttgtgctglc tgtcgtcact 
atcatcatct gcttcacctg ctcctgctgc tgcctttaca agacgtgccg ccgaccacgt 
ccggttgtca ccaccaccac atccaccact gtggtgcatg ccccttatcc tcagcctcca 
agtgtgccgc ccagctaccc tgga.caagc taccagggct acnacaccat gccgcctcag 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

972 



60 
120 
180 
240 
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ccagggatgc ca.cagcacc ctacccaatg cagtacccac ca.cttacnc agcccagccc 
atgggcccac cggcctacca cgagaccctg gctggaggag cagccgcgcc ctaccccgcc 
agccagcctc cttacaaccc ggcctacatg gatgccccga aggcggccct c 



<210> 19 

<.2ll ■ 933 

-.212 • UNA 

'213 Homo sapiens 



<400> 19 

atgggcgicc ccacggccct ggaggccggc agctggcgct ggggotccct gctcttcgct 
ctcttcctgg ctgcgtccct aggtccggtg gcagccttca aggtcgccac gccgtattcc 
ctgtatgtct gtcccgaggg gcagaacgtc accctcacct gcaggctctt gggccctgtg 
gacaaagggc acgatgtgac cttctacaag acgtggtacc gcagclcgag gggcgaggtg 
cagacctgct cagagcgccg gcccatccgc aacctcacgt tccaggacct tcacctgcac 
catggaggcc accaggctgc caacaccagc cacgacctgg ctcagcgcca cgggctggag 
tcggcctccg accaccatgg caacttctcc atcaccatgc gcaacctgac cctgctggat 
agcggcctct actgctgcct ggtggtggag atcaggcacc accactcgga gcacagggtc 
catggtgcca tggaactgca ggtgcagaca ggcaaagatg caccatccaa ctgtgtggtg 
tacccatcct cctcccagga gagtgaaaac atcacggctg cagccctggc tacgggtgcc 
tgcatcgtag gaatcctctg cctccccctc atcctgctcc tggtctacaa gcaaaggcag 
gcagccicca accgccgtgc ccaggagctg gtgcggatgg acagcaacat tcaagggatt 
gaaaaccccg gctttgaagc ctcaccacct gcccagggga tacccgaggc caaagtcagg 
caccccctgt rctatgtggc ccagcggcag ccttctgagt ctgggcggca tctgctttcg 
gagcccagca cccccctgtc tcctccaggc cccggagacg tcttcttccc atccctggac 



300 
360 
411 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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933 

cctgtccctg ar.tctccaaa cUtga^Rtc ate 



<210> 20 

<211 ' 1629 

<212" DNA 

v213> Homo sapiens 



<400> 20 



.c....„ ...c«..c cc..a... «..c««s 

c.,cuc«. .«c..c...t SUU... — • 

acrrttcffctt tctacaccaa tggctctctg 
jgggagaagc gagcggacal cMgctgaac agcttcggtt 

g»ggU.ag. >...c..cct gcggc«..c ctccggga.. c,.aag.,aa g.c.c.gc.g 
g«gggtua ,tc.c.gc« ...toggle, ggcagagt^c gc.c.tauc aacccg.ga. 
„ecagg,« scccctcca ga.aa.cagt agc.gttKC .gg^ctg.t cc.c.ca,. 
accaggau .gcagg.cca gg.gcggaag tatggagagc .gaagacgt^ Itttatcttt 

^..,=>;. rraeaectrc cgaagccaca ggccacagtc 
cccgggctcc tcccggaagc accctccaaa ccagggctcc 

ccc.gc.ag. tggatggcgg ...acctc. gcagcoagc, agcccaagtc aacacccgca 
g.ga«c.gg «.cc«g,gg ..as^aeaa. .acc.gg.,< <S..cctgas ccaccu.ac 
.„tcc«c. act>cagltt cc.cg.ggtg a<c.,ctc.c aggcggaaga ag.cc.guc 
.gcctgaac. UcacaaCg caacaattca gtgccaggaa .ggagca.cc at.cgacatc 

.raaccccEat ggcttcctgt cggcagcgga gatgcccctt 
acggtgalga tccgggagaa gaaccccgai gg 

ucaagctct acatgguat g.ccgcc.gc ttcctggccg c.ggca.ctt c,g..tgtcc 
„cc,ctgc, g...cac.ta cagcgut.c aagaucact ggctca,g,c g.cct.ggcc 
ucaccag. .c,.c^«« ccUtucac agcatcaac. ac.acUcat caacagccag 
ggccacccc, .cga,g«c« .gccgtca.g t.c.aca.cg oacacctgc. ga-S.lo.cc .020 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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,..ti^.rc LcagfictRK? ccttcatcaa gtacglcclg 1080 
ctcctcttca tcar.r.atcgc cctgallggc uagt,ci.KKK 

tc..»t,a.. a.a,.a».St ct««,...c .,ca..uc. .,cc«c.t. n40 

,cc..c..c. .c«c,a.« ccosal.- .SCgc«o. actac.tsc. .■...a.gas .20« 

at„.„.cc tg....acc. .a«..c«. »,«cc,tcc «t«c==gL a,t.cg.«c 1260 

,„..,catc .ccas,...c ..«.sc.c, .ac,.«aa.. Uuca.t.a ec..s«... .320 

c«aa„... .cc,.cat.. cta.guat, .tea.c.,c. ac.^c.f ca„«catc .»0 

,c„.ca,cc ..c,.»«.t ..ct„.cce u«...,.c a.t.a=..u cca.c.ct.« H40 

.U..««c. c«ac„<... .«.nc«. c.ac.».« acaa.t.cc. '»» 

a,„a„=,t accscasc. .cc^cas... «ac,a,,a,. at.uc.a. .«a..aa,ta ,S60 

a.^«,ac. c...,U«s .«aas.oc.. ,.c,.a..ca acaaaaca.c ca.c..,o., 1620 

. 1629 



gaactgtta 



<210> 21 

•:211 ' 2007 

<212> DNA 

<213> Homo sapiens 



<220> 
<22l> CDS 

<222> (46)... (1065) 



<400> 21 

cacttccctc cctggccaca gagctcagga cagggctgag gaacc atg tct cca 

Met Ser Pro 
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tec ccg acc gcc etc ttr tgl ctl ggg clg Igl ctg ggK cgt gtg cca 
Ser Pro Thr Ala Lou Phe Cys Leu Gly Leu Cys Leu Gly Arg Val Pro 

5 10 
gcg cag agt gga ccg etc ccc aag ccc tec etc eag get etg ccc age 
Ala Gin Ser Gly Pro Leu Pro Lys Pro Ser Leu Gin Ala Leu Pro Ser 
20 25 30 35 

tec ctg gtg ece etg gag aag cea gtg acc etc egg tge eag gga ect 
Sor Leu Val Fro Leu Glu Lys Pro Val Thr Leu Arg Cys Gin Gly Pro 

40 45 
ccg ggc gtg gae etg tac egc etg gag aag ctg agt tec age agg tac 
Pro Gly Val Asp Leu Tyr Arg Leu Glu Lys Leu Ser Ser Ser Arg Tyr 

55 60 65 

cag gat cag gca gte etc ttc ate ccg gee atg aag aga agt ctg get 
Gin Asp Gin Ala Val Leu Phe He Pro Ala Met Lys Arg Ser Leu Ala 



102 



70 



75 



80 



gga cgc tac cgc tgc tec tae cag aac gga age etc tgg tec ctg ccc 
Gly Arg Tyr Arg Cys Ser Tyr Gin Asn Gly Ser Leu Trp Ser Leu Pro 



85 



90 



95 



Ser Asp Gin Leu Glu Leu Val Ala Thr Gly Val Phe Ala Lys Pro Ser 
100 105 HO n5 

etc tea gee eag ccc ggc ccg gcg gtg teg tea gga ggg gac gta acc 
Leu Ser Ala Gin Pro Gly Pro Ala Val Ser Ser Gly Gly Asp Val Thr 

120 125 130 

eta cag tgt cag act egg tat gge ttt gae caa ttt get ctg tae aag 



150 



198 



246 



294 



342 



390 



438 



486 
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Leu Gin Cys Gl. Thr Arg Tyr Gly Phe Asp Gin Phc Ala Leu Tyr Lys 

m 140 
gaa ggg gac ccl gcg ccc tac aag aat ccc gag aga tgg tac egg get 
Glu Gly Asp Pro Ala Pro Tyr Lys Asn Pro Glu Arg Trp Tyr Arg Ala 

150 15B 
agt tit ccc ate ate acg gtg ace gc. gee eac age gga aee tae ega 
Ser Phe Pro He lie Thr Val Thr Ala Ala His Ser Gly Thr Tyr Arg 

165 170 175 

Ig. tae age tte tee age agg gac cea tae elg tgg teg gcc ccc age 
Cys Tyr Ser Phe Ser Ser Arg Asp Pro Tyr Leu Trp Ser Ala Pro Ser 
IRC 190 

180 

gac eee ctg gag ett gtg gte aea gga aec tct gtg aee ece age egg 
Asp Pro Leu Glu Leu Val Val Thr Gly Thr Ser Val Thr Pro Ser Arg 

200 205 210 

tta eca aea gaa eea ect tec teg gta gea gaa tte tea gaa gee aec 
Leu Pro Thr Glu Pro Pro Ser Ser Val Ala Glu Phe Ser Glu Ala Thr 

215 220 225 

get gaa etg ace gte tea tte aea aae gaa gtc tte aea act gag act 
Ala Glu Leu Thr Val Ser Phe Thr Asn Glu Val Phe Thr Thr Glu Thr 

230 235 240 

tct agg agt ate aec gee agt eca aag gag tea gae tct cea get ggt 
Ser Arg Ser lie Thr Ala Ser Pro Lys Glu Ser Asp Ser Pro Ala Gly 

245 250 255 

cet gee ege cag tac tae aec aag gge aae etg gtc egg ala tgc etc 
Pro Ala Arg Gin Tyr Tyr Thr Lys Gly Asn Leu Val Arg lie Cys Leu 



534 



582 



630 



678 



726 



774 



822 



870 
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»0 

-tc »u «a a.c ,c, ..S t« «S .c, .a. „c 918 



280 



285 



290 



..c ... .a. 0. ... ..c a.. .t. c. ... 966 

295 300 30S, 

„, c, c„ etc cc. ccc cu nc. ct. acc « -a. 
Pro Uu Hro fro Uu Pro Pro Uu Pro Leu Thr Ar. Sor His CI, 



310 



320 



ca. .a. ... ..c C. C. ... .U C.C ..c c.c ... «« t.. tea 1062 



325 



330 



335 



,,„c.ct ..acccc... ...CtCt. tcca...... ....ca...c a,...a..c. 

.e.c.....c - 

......ccat .a.cc«c, CC.....UC ca.c,...a. cc..tc..„ .....ct.tc .240 

„tct..c.. tCcctctc ...ct..... 

,,.,acccc. .cctccccc t.c.c.C.t ......C. ...-"..c 

.ct..cc.ct ..cccc .ctc.aa.at ...ctcc... C.a.c.ct. .....ccC H20 

ctctc... ...C.C.... cc..cc.ct. ..caaatcc tccc.t.ct. cc..tt..cc HSO 

ctc..t.= tc tt.tct...t ..cccca... .cccaccc tcctcc... .cccac.c. mO 

„ct.aca., .ctcc...=. .-«c...a c.tc.t.c ...c....t. ...a..-" >^»» 

tc.....cc. .......... 

tccc... c.ac...... ...ccc..^- -.CC.C. a.ac....aa .c.c.a.aat W20 

.,.cc...t. ........c. ccccaac. ™° 
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3,,.U.. ^— 

.,.,,,.,ac .a.,c.ac tU.U.c.a aaaa.aca. ..aa.a. .caaUac.c 
,3U..a.c au.ac.tt .ataca.t aC.caatat ......cac ccca.aaaCa 

tgtacaattc tgtatacatt. tttaaaatca taaaaataag ataatgc 



<210 ' 22 

<2n> 2264 

<212 • DNA 

<213> Homo sapiens 



<220/ 
<22l^ CDS 
<222' (85).. . 



<400> 22 



aecettttgc ccgcattcgg ggcgcgcgga gctggggggt 
ggaatlgggg gtgaagcgal agcgttiigc 

...at taae atg gcg tec tea gcg gag ggg gac gag 
ccctgtgggg ctcccggagt taag aig gc^S 

Met Ala Ser Ser .\U Glu Gly Asp Glu 



1 5 



C.,T.rVaIVaIALaLeuAlaGlvVaILeuGIaSer01yPheCln01u 
10 

,™ScrUuAs„UsUu«.Thr Ser S„ 01„ Ala 

30 '^^ 



60 
111 



159 



207 
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15 ™ 

60 

.,.TH.Phe THrGlv Leu Ser He Ala T.r Phe Asn Phe Cly Asn Oln 
75 

90 

no 

tt rte eel gga tac tat tac act gcc acc ggc aac tac 
atg gcc tac ctt ctg get ggi 

, , Ai« filv Tvr Tyr Tyr Thr Ala Thr Gly Asn Tyr 
Met Ala Tyr Leu Uu Ala Gl> lyr lyr n 

130 

125 l-^" 

He L,s trp Th, Pro HU C,. ,„ L» Thr Uu L,. Le. He 

145 

140 

155 1™ 



255 



303 



351 



399 



447 



495 



543 



591 



639 
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Ser Ser Glu Gin Gin Lys Tyr Ala lie Arg Gly Val Pro Ser Uu Lou 



170 



180 »85 



Olu Val Ala Gly Fhe Ser Tyr Phe Tyr Gly Ala Phe Leu Val Gly Fro 
190 

cag ttc tea atg aat cac tac atg aag ctg gtg cag gga gag ctg att 
Gln Phe Ser Met Asn His Tyr Met Ly. Leu Val Gin Gly Glu Leu lie 
20B 210 215 

Asp He Pro Gly Lys lie Pro Asn Scr He He Fro Ala Leu Lys Arg 

nna 230 

220 ^"^^ 
Leu Ser Leu Gly Leu Phe Tyr Leu Val Gly Tyr Thr Leu Leu Ser Pro 



240 245 



23B 

His He Thr Glu Asp Tyr Leu Leu Thr Glu Asp Tyr Asp Asn His Pro 

7S5 260 265 

250 '^^^ 

ttc tgg ttc cgc tgc atg tac atg ctg ate tgg ggc aag ttt gtg ctg 
Phe Trp Phe Arg Cys Met Tyr Met Leu He Trp Gly Lys Phe Val Leu 

270 ^'^ 
tac aaa tat gtc acc tgt tgg ctg gtc aca gaa gga gta tgc att ttg 
Tyr Lys Tyr Val Thr Cys Trp Leu Val Thr Glu Gly Val Cys lie Leu 

285 290 295 

acg ggc ctg ggc ttc aat ggc ttt gaa gaa aag ggc aag gca aag tgg 
Thr Gly Leu Gly Phe Asn Gly Phe Glu Glu Lys Gly Lys Ala Lys Trp 



687 



735 



783 



831 



879 



927 



975 



1023 



wo 01/04297 
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300 

gat. gcc tgl gcc aac atg aag gtg tgg etc ttt gaa aca aac ccc cgc 

Asp Ala Cys Ala Asn Met Lys Val Trp Leu Phe Glu Thr Asn Pro Arg 

315 320 325 

ttc act ggc acc att gcc tea ttc aac ate aac acc aac gc. tgg gtg 

Phe Thr Gly Thr He Ala Ser Phe Asn II o Asn Thr Asa Ala Trp Val 

330 335 340 345 

gcc cgc tac ate ttc aaa cga etc aag ttc ctt gga aat aaa gaa etc 

Ala Arg Tyr He Phe l.ys Arg Leu Lys Phe Leu Gly A.a Lys Glu Leu 

350 355 360 

tct cag ggt etc teg ttg eta ttc ctg gcc etc tgg cae ggc ctg cac 

Sor Gin Gly Lou Ser Leu Leu Phe Leu Ala Leu Trp His Gly Leu His 

365 370 375 

tea gga tac ctg gtc tgc tte cag atg gaa ttc etc att gtt att gtg 

Ser Gly Tyr Leu Val Cys Phe Gin Met Glu Phe Leu lie Val He Val 

380 385 390 

gaa aga cag get gcc agg etc att caa gag age ece aec etg age aag 

Glu Arg Gin Ala Ala Arg Leu He Gin Glu Ser Pro Thr Leu Ser Lys 

395 400 405 

ctg gcc gcc att act gte etc cag ccc ttc tac tat ttg gtg caa cag 

Leu Ala Ala He Thr Val Leu Gin Pro Phe Tyr Tyr Leu Val Gin Gin 

d,c 420 425 

410 415 

acc ate cac tgg etc ttc atg ggt tac tec atg act gcc ttc tgc etc 
Thr lie His Trp Leu Phe Met Gly Tyr Ser Met Thr Ala Phe Cys Leu 
430 435 



1071 



1119 



1167 



1215 



1263 



1311 



1359 



1407 
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Uc acg t.g, gac aaa t,. ctt aa, .t. tat aaa tec ate tat tt. .tt H55 
Phe Thr Trp Asp Lys Trp Leu Lys Val Tyr Lys Scr He Tyr Hhe Leu 

445 150 455 

ggc cac ate ttc ttc ctg age eta eta tte ata ttg cet tat att cae 1503 
Gly His He Phe Phe Leu Ser Leu Leu Phc lie Leu Fro Tyr He His 
460 465 470 

'''' 

Lys Ala Met Val Pro Arg Lys Glu Lys Leu Lys Lys Met Glu 



475 



ctttecetg gtggcctgtg egggactggt gcagaaaeta etcgtetccc tttteacagc 1610 

aeteetr,tgc ceeagagcag agaatggaaa agccagggag gtggaagate gatgcttcca 1670 

gctgtgeetc tgetgeeage eaagtettea tttggggeea aaggggaaac ttttttttgg 1730 

agaaggegtc ttgetttgtc acceacgetg gaatgeagtg gcgggatctc agcteacegc 1790 

aaeeteeacc teetgggttc aagtgatttt cctgccteag ectcceaagt agctgggaat 1850 

aeaggcaegc eaecatgecc agctaatttt tgtattttea gtagaaaegg gattteaeca 1910 

cgttggeeag getggtcteg aacteetgae cgeaagtgat eeaeccgeet cegectccca 1970 

aagtgctggg attaeaggeg tgageeaeeg tgcccggccc aaaggggaaa etettgtggg 2030 

aggageagag gggctcacat cteccctctg attcccecat gcaeattgee ttatetetee 2090 

ecatctagee aggaatetat tgtgttttte ttetgeeaat ttactatgat tgtgtatgtg 2150 

ccgctaccac caeecceeec atgggggggt ggagaggggt gcaaggecet gectgeteea 2210 

ctttttetae ettggaaetg tattagataa aatcaettct gtttgtteag tttt 2264 



<210> 2'J 
<211> 1907 

<212> DNA 



PCT/JPOO/03942 

WO 01/04297 

38 



<213>.Hoino sapieas 
< 220> 

-:22i:' CDS 

<222> (35).-. (823) 



<400> 23 

aca.ccgtcc cttc.ctg.t ..Kaa^aagc cgag atg gcg gca gcc age get 

fel 4la Ala Ala Ser Ala 

1 s 

,0 

S., Ar. Ala Arg 01, Sar 01, C,s Ar, Ala 01, Thr 01, Ala Ar. CI, 

35 

25 

„aCl, Al. OU 01, Ars Olu 01, OIu Ala C,s 01, T.r Val 01, Uu 
55 ^» ™ 



52 



100 



148 



196 



244 



292 



75 



80 



85 
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39 



95 

90 ^'^ 

m 

146 

136 

,„ ..c Bt. ,t, g«C gtg teg gig g.g »« 

gat gtg gcc ggc aac g^g 

,66 

190 

185 

205 210 

200 

, ,3- ca« aag tec Uc ttr, gcc a«a tac tgg atg lac ate 

aac ccc cag ga^ cag aa^ 



340 



388 



436 



484 



532 



580 



628 



676 



724 



wo 01/04297 
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225 230 
215 220 22b 

772 

4-^ Ota tra 2ea gcg cca gac acc ggg 
atr Ptc cU ttc etc atg atg tea gg^ k b 
att ccc gtc gtc t.Lb 

235 

... - - " 

250 

.„.c..e, uc«... .ce..c«u cc..c.cc 

„ ccccttstc. tctgcettcl gaggcagag g.gcgctgg 1000 
cacgaggcca cctgggccag cccettgtcc 

u«.ggtgg tctcaccctc ctgt.c«gg ctgggctagg 1240 
ctccagcctc tgtgcctttg llioagetge 

.gg.c.g« eaggccc. =ag.ec„= .cc.Uga ca.gga.. .»..«.c 1 » 

.„«.g. .ccc.«g» g.«ee.g ggucecua .caggggcag aggc.gaa. » 

c «ga.eg«g ggg.ct.clS 8«»cgacgc ctagtgcagc ccc.ggggu 

gagtcggggf^ tggatggccg KKss 

ttt.tctgc ctggtgcaaa caaggaatcc ttgoctttaa ggtgacaggc 1480 
gtggtueac atttgtctgc ctgg g 

aatttaaeaa agaaaacaaa accaacagU lt>4U 
cctccacagg cttccagact tgaaggaaaa ggtttaagaa 

=,rt=taaata gaaccccr.tr caccaccccc cgccgcccag 1600 
agtggagtra aagcccagac actgtaaata g 

...acc. gg.c«cgg. gccgas. cc.gcgggcc „.gctg«t .c.co.cc lee 
e.g,aag.c, a„«,a,ac a.gacga. caug.aa. .g.aacgu ugaaaagc. « 
„ag.ucca gcagccaaa gcaac.gug «....ca.g acggtcc., .g«caagc. 

,„.gaaa. ..c.gc.c. cUga.acg,, tauc.gaaa cccaag.aa. ggC^ccc ■»« 



wo 01/04297 
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41 



„cc,....t ..c«.«U. ..c.c«c« .u„..,. c.»u,a.u .,«..«cc .900 

1907 

cagalcg 



<210> 24 
<211> 1727 
<212*' DNA 

<213 ' Homo sapiens 



<220: 

<22r> CDS 

<222> (20)... (520) 



<400> 24 

a,c.cg.gtgg i.cctcgg. at, cag ccg ccg gtg ccc ggg ccc cCg ggc 
Met Gin Pro Pro Val Pro Gly Pro Leu Gly 

10 



1 5 



Leu Leu Asp Pro Ala Glu Gly Leu Ser Arg Arg Lys Lys Thr Ser Leu 



15 20 25 



35 40 

30 

0„ Ala AU Tl^r Thr Arg Thr 01. »s„ V.l Thr V,l Gl, Gly Tvr 



45 



50 



55 



49 



97 



145 



193 
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60 

. .^t aea agg caa atg clg gtg gca g^^K 
ate aac ttg gt-g aat aga agg 

« A rin Met Leu Val Ala Ala He Val 
lie Asn Leu V.l Glu Asn Arg Arg Gin Met 

80 

7.1 

4 1,. tur ter gcc ate gtg gac 

r,t r- ater ecC fiCC tte Igt- ^K*- 5'- 

tit alc atit ttt ggc gtg gtg gcc b 

., rl„ Ills na Glx. Pro Arg Pro Lea Thr Tte Gly 

Cly Val Phe Ala Ala Ola ms 

U« 

C,„ Phe 1,r Sor S.r CWal C„ Tvr Tyr A. Val Tyr 
1« 

145 

140 ^^'^ 

.cc cca cgc ggt trt cec tgc aca taggegtggt etg 
eta acc ccg ccg ace cca cgc 

Uu Ihr Pro Pro Ihr Pr» Arg 01, Phe Pro Cys IKr 
16- 

.l„u.a u.aa«.. ™oooer.a c.«..cc 

,..o„.e„ ea«..a.ca ca,o..c.c .a.r.ac. ...oa.uc .....o.c 
„eo.aUa. C3U»U.. — > 



241 



289 



337 



385 



433 



481 



530 



590 
650 
710 

770 
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830 
890 

,a 950 
1010 



.„,uc«c ..«u.c„ c...c..c,c c...,cc.c 

«.t.c«.. c....c.«c t,..cc«u cc.s«.c.u 

„t.ttcc. grtSS"'" sscccagccg tcccaccaca 
jgccttr,.8 gacalgStgc clctgttcc. g- 

,T.ca .gcttcegcc tgacgcccga 

gacccictac aaccccgccn agcagalccl gg 

. .ctaccctct gccccttcag ncctgcagcc gcltcccagt 
RCCtgtrccg arxtgctcgl cclaccctcl g 

, .etgccctgg cucgtc.ga ggacc.gcag ccaccttctc caagcagct.c 
tgcgccctcc tCtgCCCUKS 

t.t« eaaatcccgc ttctgtggcc aacctcctag 
^ooaanaae ecagcctcta gaaain-cK^ 
tttlttUaa aaaaaaaaag g b 

t t.t cccctccttt cctccctggg cacactggtg 15^" 
agaacccggg agaatgtlcc agaagtctgt cccctcc 

a ..gagtgggg ccctccagac ccaggctggt gacaccttgg 1610 
agggaggclg gaaccaggca gggagtgggg 

.tic-cca cccggrctcc tcctclgaga 1670 

ctcgggctct gctcacar.ca aatggcgcit 



.30 
190 
1250 
1310 
1370 
1430 
1490 



<210> 25 
<211> 2150 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (32)... U282) 
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44 



<4O0> 25 

,,„,c.,c. .«=cc.t.c c ,t, .,c S=8 ct. 

Bel. Ser Olu *U Asp Oh Leu 
1 5 

,0 

, A.,, f Iv Ser Ser Phe Ser Gly Arg Val Phe 
Gin Ala Pro Glu Ala Lys Asp Gly Ser ier rn 

25 

cn 

40 « 
60 

. Ptr tte ctt ggt gtt ctg cat cca aat acg aag 

ttc aaa gaa ccc ccg etc ttg ctt gg 

75 80 «^ 

UuArgG.n Ala Glu Arg Leu Phe Glu Asn Gin Lou Val Gly Pro Glu 
90 

ser Ue Ala H,s He 01, ».P Val »et Ph. Thr 01, Thr »U A.p 01, 



52 



100 



148 



196 



244 



292 



340 



388 



wo 01/04297 
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45 



105 



no 



115 



Val ... UU OW As„ C„ Glu lU 01. Thr Ue ^U Ar. Phe 

125 

120 ''^'^ 
140 

,55 

Ala Tvr Lys Gly Leu Phe Gl. Va. Asn Pro Trp Lys Ar. Glu Val Lys 

175 18° 
170 1'° 

ctg clg ctg tec tec gag aea eec att gag ggg aag aae atg tee ttt 
Uu Leu Leu Ser Ser Gla Thr Pro He Glu Gly Lys Asn Met Ser Phe 
185 190 

val Asn Asp Leu Thr Val Thr Gin Asp Gly Arg Lys He Tyr Phe Thr 

210 

200 

»sp S„ Se. Ser Trp Cl„ Arg Arg Asp Tvr L.. L« L» Val «et 

ooc 230 
220 '^'^^ 

Olu 01, Thr A.P ASP Gl>- Ar. Uu Uu Ola T,r Asp Thr V„ Thr *r. 
236 240 215 



436 



484 



B32 



580 



628 



676 



724 



772 
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250 -^"^ 

UU S.r Pro »U Clu Asp Phe V.l L.„ .»! Ala Clu Thr Thr 

265 '^'^ 

,r,Ile Arg Arg Val Tyr Val Ser GlyLeuMet Lys Gly Gly 
280 285 290 

Leu Phe V.l Gla Asn Met Pro Gly Phe Pro Asp Asn He Arg 
300 305 

ser ser G,y Gly Tyr Trp Val Gly Met Ser Thr He Arg Pr. 

315 325 
ggg ttt tec atg ctg gat ttc tta tot gag aga ccc tgg att 
Gly Phe Ser Met Leu Asp Phe Leu Ser Glu Arg Pro Trp He 

135 340 
330 ""^ 

345 350 355 

Arg Tyr Ser Leu Val Leu Glu Leu Ser Asp Ser Gly Ma Pho 

^.r 370 

360 

aaa r t £? ctK gcc acc tac atc age 
age ctg cat gat rcc gat ggg ctg gtfe b 



gtc cag 
Val Gin 



820 



atg gcc 
Met Ala 

get gat 
Ala Asp 
29B 
ccc age 
Pro Ser 
310 

aac cct 
Asn Pro 



aaa agg 
Lys Arg 

gtg cog 
Val Pro 

egg aga 
Arg Arg 
375 
gag gtg 



868 



916 



964 



1012 



1060 



1108 



1156 



1204 



wo 01/04297 




PCT/JPOO/03942 



Uu ms .sp Pr. A.P C,„ UU V3l Al. Thr T,r 11. S« 01. 



380 



385 



390 



r-to- tac rt'' ggc tct ttc agg Icc ccc He 
cac gaa cac f?at ggg cac ctg tac rio SB 

1 u- A flv His Leu Tyr Leu Gly Ser Phe Arg Ser Pro Phe 
His Glu His Asp Gly His ueu lyi 



1252 



395 



400 



405 



1300 



etc tgc aga etc age etc cag get gtt tagccctccc agatagctgc c 
l.eu Cys Arg Leu Ser Leu Gin Ala Val 

410 "l'^ 

eetgccacgc aggccaggag tcttcacact caggcaccag gcctggtcca ggaggagctg 13B0 

...acacagt cgtggttcaa gtgtccacat gcacctgtta gtccctgaga ggtggtggga 1420 

3..gctgct. cattcctcga ggatgcccgg gccccacctg ggcttgtctt tctgtttaga 1480 

i.tr^ttrr rateaggaac ataaattcat gtaaagccdi. 
gggaagtgta acatalctgc caLgag)^^ 

„».,o.„ .ct«c.„. t.ca..c3« «c.a«.,« ct.«ea«t. leoa 

.......St. .cacaccca 

„,.cc«c. .cclcaaast tC.c.Uac .ata.a.aa. ..SC.tca, accu.ct.c 1720 
.«a..saa.a .c„a,,sa. cat..ccc.. ..StSt..a« .cc.gc..., ™0 

.^,cc.tst .......ac ..,..act«. Stt«caa». ..t.....8. 

.cca«.t.. ..auaaaa. c.ts..«a« «a.c.«c a.a.a..« tuc....u 

„.«c.c. ....CO.. ...aau. .a.aUc., .aaUos.a 

„.a«.c. a.taac.ct .,.c«t.a. ct^««c„ .acc.c^a 2020 

cecca... .,aaca«t«c ac...t..a, ,.»tcu.. c.at..U ataa.cccca 2080 

„u.c..ta tatt.tcao. ...at.ccu c.caa..« atga.t..,a t.ata.a... 2H0 

2150 

cgataaatcg 



<210> 26 



wo 01/04297 
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1986 
<212 ' DN'/V 
<213> Homo sapiens 

<220> 

<221 ' CDS 

<222> (28)... (381) 



<400> 26 

,c.c«.«. ..mcc ... ..S c,« c« 

Mot Arg U» Ser Uu Pro Uu 



1 5 



,0 

35 

25 ^° 

45 » 
,UT.C,,.ValSerP.oS„P,oU.S„Pr«C,sPro.UH,.THr 
60 



51 



99 



147 



195 



243 



291 



wo 01/04297 
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49 



P„ „,„ «u HU P.0 r„ n. p™ p™ 

.c oca cu aa. cca ca. a. ca, c« 3» 

n , rlv Tie Lv«; Pro Gin Met Gin Pro 
Phe Asp Pro Gin Ser Leu Pro Leu Gly He Lys 

95 

105 

a atct.g.a,a cctcctcagt attttga.ac cncag,.aat cactcactt, 440 
acagcagaca aUtgggaR" 

nt.^aetccB gactccctcc ccaaccctga buu 
tccttagact tctccctttc caggcccatc cttgagUcg 

. ttggcu.gt gtacatggtg caagtgcaca cgtgtgagng cctgcacgtg 
cggggcggot ttggclaigt g 

.„..cu c„a„„. a.»U«. ...... 

.cl «a»cggggcc gatcgcctg. .c.caggagt .cgagaccag 
tcccagcact ttgggags" gagcgSgec 

„.gcea„......ac..g.ac.a«gaaaa..a,.a„„agc.ggg... - 

,g.ca.a. c..g.. .g«a... — " ^ " 

, oatggacgag ggac.ccagt gccc.ggcot cacc.accac tteagcaU. UOO 
gcagglgtgc cctggacgag gg 

rrccc atcccagaga gctttggggg ctgggggagg ggccatgcaa 
ctttcccatc ccccacccrx atcccagdb 

. .... ctctcttgcc actttatttt ccccagagac Ul^ 
„ »<7rorttcct gctcaaacgg ctcicitBi-i- 
cagcctcaca ggtgcltcci. g 
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50 



agctgctccc 
acaggcccag 
ccctggccta 
tttgccccac 
aggaratgtt 
caaggccgag 
aaggtgtcag 
tggggcttgc 
ttgctctgtg 
gagtcaacgc 



ggaactggca 
gacttagcga 
ccaggtgatg 

tgtgggf^'^gg 
tgcaclactt 
gggctctgga 
ccacaagaga 
Lcagacggtc 
ctgccatcrt 
cttcccctct 



ggactacgga 
ggggccagag 
cccggggctt 
gcagcatctg 
gggggagttt 
ggcattgcta 
agagctctag 
tccactcccg 
gcctccctcc 
ggactcaaat 



gttcgagaag 
ccaagcatca 
ggggatagga 
aggctcctgc 
ggagaagacc 
tgtgggggac 
tcctggactc 
tr.tgcaggca 
tccagcclca 
aaaacccagt 



tggaccaagt 
gcgtgatggt 
tgaagctccl 
tgggctcccc 
agatctatga 

cccagggggt^ 
taccctcctc 

gccaggaggg 



gggcactcgg 
gacctr 



gaaacgtctc 
caragggggc 
ggagccttgg 
taggctctcc 
agcccaccaa 
ctgctcagag 
tgaaagaagc 
caggaagccc 
gcctgggtgg 



1460 

1520 

1580 

1640 

1700 

1760 

1820 

1880 

1940 

1986 



<210> 27 
<211.> 2170 
<212 • DNA 

<213> Homo sapiens 



<220> 
<22l> CDS 

<222> (241)... (1215) 



<400> 27 

.,,«ecuc ..cc»t.„ t,.ntcc,t. ..actc.cc. »a..c«« «c„ca...» 
„acc3Sccc CUOC.CUC aa.„ct„c «^«"'" 
...ttcuu USC.a.,« »,c,,ct.c xccttcc.,. ...c...ctc cauac.,.. 
ttttcccc. ac,.«ttgca a.c.ctsct. cccct.agcc acccagg.tc tt„..ggg. 



60 
120 
180 

240 
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51 



288 



.ta {TPr cgt ccc agg cag 
a a-it egg ggt atg cca ggc ctg gg^ 
atg agt gta gag gat ggb bfe 

B 

. c. c« - « 

25 ^" 
20 384 

45 

35 

„e - « - - " 

e„ .a « ». ccc « ccc « 

70 

65 trjt 528 

p. P. .,u„s„..u.u.,. 

85 



* ^ rtt rac cgt tac atg gac ccc 

, , val He Tvr Lcu Gin Arg Tyr Met Asp Pro 
Gly Ala Asn Asn Asn Leu Val He IV 



576 



105 

100 



us 



624 



672 



wo 0U04297 
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. . . Hi. Are Leu Ser Val Arg Gin Gly Uu 
Leu Tyr Cys Leu Cy. U>u Arg His Arg 

155 

146 

. .tt ccc agt ccc cct cca gca get gel 
ctt caa gtt ccc ggg aac ace ctt ccc ag 

0. V. 0. p.. ser pro — - 

180 

.tc ate tea ggc ttg teg lea gtg tac aca gag ctg 
all ctg tac tgc etc ate BB 

215 220 

210 

S„ C,W Pro C>, U„ 0.U C„ ser 0„ t„ «a U. V. 

250 255 

245 

t tr-t Bct gtc atg aag 
ta ..c cag gca eta aat gga ctg etc atg tct get g 

gtg ctg age cag 



720 



768 



816 



864 



912 



960 



1008 



1056 



wo 01/04297 
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53 



1104 



1152 



ofi^ 270 

260 

c„ ,u - - - - 

2,6 

29S 

290 " ,™ 

, „c aca cu a« c.« .1. «^ 

gcc ttc ttr, ctg gcc aca lit, 

Ala Phe Phe Leu Ala Thr Leu 

310 -^^^ 
305 1250 

,a.tccctga caacttccac cctgattccg gaccctgt 
tat gg<^ age cgc lagtccciga 

Tyr Gly Ser Arg 

..accca, atccccctcc o.8|c=..cc tcc««c» a.ca,c.«cc .3,0 
aea.tggicg <.c«...ca, ^^^^ 

,.g.aac.ag .gccug.ga g.a.agc«g agaag.gagg .cag==agg 

..ntt ettgggcagc tccctgcttt gtcctgcatg 1550 
tcTQcraaataa ccccatcctt gitggK^^fi 
tacctaggcc tgagaaataa ..__..„.,tca 1610 



agcccagcca 


tggtgcatga 


ctcttccata 


1670 


gaaggcccag 


ttgccacaga 


ttatacaacc 


1730 


agttccagca 


atgcctagag 


acatgctccc 


1790 


tagccttlgt 


tctggaaacc 


ccagagaggg 


1850 


ccctgggccc 


tggcttaagc 


cgacactcct 


1910 


. gaagcccgct 


acccactctg 


aggctcctag 


1970 
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54 



..tcrrrta ecaglctccc agctcccaac 2030 

tggttcctac aacnacagcc 



<210> 28 
<211- 1738 

.',212' DNA 

<213> Homo sapiens 



<22U/ 

<22i:' CDS 

<222> (95)... (508) 



<400> 28 

tt.aa actgagtggr ccacgatggg aagaggggaa agcccagggg 
aaaaagggga ggaaattgaa actgagtgg 

t-jnt- ate ERg ttc gga gcg acc 
tacaggaggc ctctgggtga aggcagaggc taac atg ggg 

Met Gly Phe Gly Ala Thr 
1 5 

..r ttt gtg ctg tct gtc gtc act ate ate 
ttg gee gtt ggc ctg acc ate tit gtg 

, , Thr lie Phe Val Leu Ser Val Val Thr He He 
Leu Ala Val Gly Leu Thr He Ihe 

15 2° 

10 • 



60 
112 



IfiO 



208 
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CC. .« ... .cc „c - 

SS 

„^ „c CO. cc. c„ .a .a 



,5 



90 

.tcT art eea gga gca gcc gcg ccc tac 
t'^r rac eag acc ctg get gg<i & 
cca ccg gcc tac cac 

■ OS 



120 



125 



130 



400 



448 



496 



.CO =u .......cc c.,..ct«c t.,=..cc.c tt.,U.t.t t.... 

Ala Ala Leu 
135 

....sea .ese.uc «uc,..c .....cea 
»U3«cccc a...*U .cc«.a..t ...t.ec. 

«,.,.ct. caas...«.« aacaatcct .cca,a.s« ^'""'"^ 
c«a.a«a. ..tc«a,. ...c.a.c.c a.actcaaa, aa..... 



550 



610 
670 
730 

790 
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cc.«t,.«. «c.ccua. 

,U.tU>cc e„....ce. .-c--^ ^ 

.c„.«c ...... 0,0 

,,,„„s. ..«u. ...ec. 
.«.cc. .c«cct.. tcccc... uc„.„a 

,„,,ecc« cccuccco ..«c«.c c.c™..» c.c.uac 

„„„ca« .~ -acuu ..uc,»c ,3^ 

...„.u. « ' 

„„cc..c c..acc.. c.a..,. .t.„.«c IS 

c,.t„ac.. ..ttc..a .3..c,c cU.ccaa. ..c=at«. 
,„c.aa.. — - 

,„„.cc« cc.c..«a. ..«c„c. ...t..c« a^tcaau «U..,«C 
c.,agtc,.8 getctgtaca cC.gt.tata a.a.a.gcaa tcgtt.gg 



<210> 29 
<212:> DNA 

<213> Homo sapiens 



<220> 
<22r> CDS 

<222> (82)... (1017) 
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<400> 29 . (:n 

rar atcrcgcccg ctccccggca ccagaagclc 
agtcgcgggag^cttccccgcgccggccgcgtcccg. 

. c at. g.c gtc ccc acg gcc ctg gag gcc ggc 
ctctgcgcgt ccgacggcga c atg g.c g 

Met Gly Val Pro Thr Ala Leu Glu Ala Gly 

1 ° 
«c =.c „c sc. - - 



,5 



207 



255 



303 



,tc aag gtc gcc acg ccg tat tec ctg tat 
eta ggl ccg gtg gca «cc ttc aag g 

35 

30 

=,rr tec agg etc ttg ggc 

45 » 

cct gtg gac aaa ggfe 

. riv His ASP Val Thr Phe Tyr Lys Thr Trp Tyr Arg 
Pro Val Asp Lys Gly His Asp 

65 '^^ 

. .tt cac ctg cac cat gga ggc cac cag get 
aac etc acg ttc cag gac ctt cac ctg 



447 
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543 



591 



no 

c„ ..c «c .ce .« .cc «. a.. »c « « 

1 1 Thr Mpt Ar« Asn Leu Thr Leu 
S,r ASP His His Gl, Asn Phe Ser 11. Thr »a. 

125 

140 

. i .rrc: atfi gaa ctg cag gtg cag aca 
r,.a r^c aee gtc cat ggt gcc aig 
cac teg gag C.AC, agg k 

„,SS„C.H.SA,.V.1H1S01,A..--,UU.C.V,101„ . 

OU.,sAspAUP.S.As„C,s,.,..,.,rP.S„S.S„01„ 
,75 

195 200 

190 

.3 .0 c„ «c .« c. c« 

V.01,1UU„C..»P.OU.U.L.U„U„..1T...OU 

225 230 

220 



687 



735 



783 



831 



wo 01/04297 



PCT/JPOO/03942 



59 



235 



240 



245 



250 



,cc ca, g.. ata ccc .ag .cc aaa .tc a,, cac ccc ct, tee Ut .t. 87« 
Ala Gin Gly He Pro Gl. Ala Lys Val Ar. fUs Pro Leu Ser Tyr Val 

255 260 265 

,cc cag egg cag cot tet gag tet gg. egg cat ctg ctt teg gag ccc 927 
Ala Gin Arg Gin Pro Ser Glu Ser Gly Arg Hts Leu Leu Ser Glu Pro 

97c 280 

270 

3,e aee ccc ctg tot ect cca ggc ccc gga gac gtc ttc ttc cca tec 975 
Ser Thr Pro Leu Ser Pro Pro Gly Pro Gly Asp Va, Phc Phe Pro Sor 
285 290 295 

Uu Asp Pro Val Pro Asp Ser Pro Asn Phe Glu Val He 

310 

300 ^ 

..«,„,,a ...ts....« ..«t..-.. .tc<..,.c3 ...«c.«.. a.cca...c. .080 

,,.tcc,t,a ....ccctc ccucucu t,,,c.ca., t.ct....c. tccca.aa.c .HO 

„«coccto ..cccctcu «...c«c., gs...t««« '™ 

„,,an«. «it|c...« a"«cccct aga.acct.a a.ttcacca. «aca.a..c .260 

eaa...aot. ac.tc.a, .«tctca„ .c,.cca,c. c.«..c„c .c.c.ttc, .320 
„,ca..a.c c„ss...«t 

„.s,o..o.a ,ac.c.g.,c .c.8t«a.a ..cUcU„ c««.oc,c c.tg.ctccc .440 

..,Utt,cc o...gc..c. a.c.8tca, act.ec.cU ...acc.ca, ,..c«t,,« .500 

„c...cc.. cctecccact ,,ceatc,cc .ec.tcc.ca s=tg=«c« .cc.gcagtt .560 
tcc.gaag. .ctg.caaca .gtua.tc. au.ssg.a tccactscc, ec...c».t .620 
occc..asc. .«..=t=cc «.aacss,aa «t.cata..» ,.«c...,t, .cc.ccst.a .660 
,.aaat,,« .c«S,.caa .c..a,,cc. s,.=a..... ..««accc ac.g.a^ats .740 
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gggaaacagg 



1800 



gtgclgaggg aggtgggtgg ggccttctgg gaaggtgagt ggagaggggc acctgccccc 
cgccctcccc atcccctact cccactgctc agcgcgggcc atlgcaaggg tgccacacan 1860 
tgtcttgtcc accctgggac acttctgagt atgaagcggg atgctattaa aaactacatg 1920 



1930 



<.210:' 30 
<2ir 1892 
•:212 ■ DNA 

•'.213 ' Homo sapiens 



<220' 

<221/ CDS 

<222> (5)... (1636) 



<400> 30 

agag atg gca gtg age gag agg agg ggg etc ggc cgc ggg age ccc gcg 
Met Ala Val Ser GIu Arg Arg Gly Leu Gly Arg Gly Ser Pro Ala 
1 5 10 

gag tgg ggg cag egg eta ctt ctg gtg ctg ctg ttg ggt ggc tgc tec 
Glu Trp Gly Gin Arg Leu Leu Leu Val Leu Leu Leu Gly Gly Cys Ser 

20 25 30 

ggg cgc ate cac egg ctg gcg ctg acg ggg gag aag cga gcg gae ate 
Gly Arg He His Arg Leu Ala Leu Thr Gly Glu Lys Arg Ala Asp He 

35 40 45 

cag ctg aac age ttc ggt tte tac ace aat ggc tcl ctg gag gtg gag 



49 



97 



145 



193 



PCT/JPOO/03942 



WO 01/04297 



61 



60 

50 

es 

80 

SO. T., — - " 

,00 

„c ... .e c« «c C.C - - - - - 

,„ P.. ... V. u. P.. no A. T.. - - - 

♦♦^ ttt fltc lit ccc ggg etc 
... tat KKa gag cag aag acg ttg ttt ate 
gtg egg aag tat gga k b 

,30 

«c CO. «c cca «e cc. a. - 

,.„,„O..U.oS„.sP„0.,U.P.o..P.oO.«.- 

,4B 

♦ .ra ffcc age aag ccc 
aae gtg gat ggn gga 886 ^cc tct gca gcc g 

gtc ccc cgc aag k^-b 6 

.0 



241 



289 



337 



38B 



433 



481 



529 



577 
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180 



ctg gtg 



ttg ggc ctg age cac etc 



185 

aac aac tec tar. aac 



190 

ttc agt tte 



Leu Vai Leu Gly 
195 



Leu Ser His Leu Asn Asn 



Ser Tyr Asn Phe Ser Phe 



200 



cac 



His 



t cag geg gaa gaa gge cag 



gtg gtg ate ggc tc 
Val Val lie Gly Ser Gin Ala Glu Glu 



205 

tac age ctg aac 



Gly Gin Tyr Ser Leu Asn 



210 



215 



220 



tte cac 



aac tgc 



tgc aac aat tr.a gtg c 



ca gga aag gag ea 



,t cca ttc gac 



Phe His Asn Cys 
225 

ate aeg gtg atg ate egg gag 



Asn Asn Ser Val Pro Gly Ly 



s Glu His Pro Phe Asp 



230 



235 



aag aac ccc gat gge 



ttc ctg teg gca 



lie Thr Val Met 



He Arg Glu Lys Asn 



Pro Asp Gly Phe Leu Ser Ala 



240 

gcg gag 



245 



250 



atg ccc ctt ttc aag 



etc 



tac atg gtc atg tec gcc tg 



255 



tec ttc 



Ala Glu Met Pro Leu 



Phe Lys Leu Tyr Met Va 



.1 Mel Scr AU Cys Phe 



260 



ctg gcc 



get ggc ate tte tgg gtg 



265 

tec ate etc tgc ag 



270 
aac acg tac 



625 



U» »1. *la 01, U. PH. Trp V.l S.r llo 



Leu Cys Arg Asn Thr Tyr 



275 



280 



age 



Ser Val 



gtc ttc aag ate cac tgg etc a 
Phe Lys He His Trp Leu Met 



,tg gcg gee ttg gee 



285 

ttc acc aag 



673 



Ala Ala Leu Ala Phe Thr Lys 



290 



295 



age ate tct etc etc tte 



cac age ate aac tac 



300 

tan ttc ate aac age 



721 



Ser lie Ser Leu Leu Phe His Ser lie Asn 



Tyr Tyr Phe lie Asn Ser 



305 



310 



315 



769 



817 



865 



913 



961 
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63 



1009 



325 

320 

345 

340 

360 

355 

375 

370 

<;.r Are Glu Glu Gly Ala Ser 
lie lie Glu Ser iUrg 

390 

385 

0,„ lU UU Phe Uu v.. A.P Ue C,. 

405 

400 

p,,V.l.al irpsor Ue Hi« !•» 

425 

420 

435 



atg tac lac ale gca cac 
Met Tyr Tyr lie Ala His 
335 

330 

ale gcc clg all ggc tea 
lie Ala Leu \U Gly Scr 
350 

pal aag gag aag aag gtc 
Asp lys Glu Lys Lys Val 
365 

gcc aac gtg SC-c. tac ate 
Ala Asn Val Ala Tyr He 
380 

gac tac gtg ctg tgg aag 
Tyr Val Leu Trp Lys 
395 

tgt ggt gcc ate etg tie 
Cys Gly Ala He Leu Phe 
415 

410 

gat gcg tot ggc aca gac 
Asp Ala Ser Gly Thr Asp 
430 

aag clg tic egg cat tac 
Lys Leu Phe Arg His Tyr 
445 

acc egc ate ate gee ate 



1057 



1105 



1153 



1201 



1249 



1297 



1345 



1393 
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ttt cae tgg cag tgg ctg tac cag etc 

,t„ art BtB CCC ttt cag ^ e 

Ctg Ctg cag gtg get gig c 

ttg gtg .g g. tec acc ctg gcc ttc ttc gtg etc acg ggc tac aag 
485 490 

480 

t.r rte cag ctg ccc cag gag gac 
rrr aca Kgg aac aac ccg tac ctg cag 
ttc cag ccc aca bsb 

SCO 

5,5 

. Thr Ala Ser Gly Arg Glu Leu Leu 
Glu Gly Leu Ser Lys Val Asn Lys Thr Ala 

B30 

.,3tc3C ctecacatct cagaeeaaag ggtcgtcctc eeccagcatt tetcactcct 

etececggg3ceccggttcccggacaagcceatttggaag.gagtcccttectecccec 

. tc cttaccecgg gaccacccet cccttccagc tatgtgtaea 
aaalattggg cagccctgtc cttaccecgg 

ataatgacca atctgtttgg ct 



1441 



1489 



1537 



1585 



1633 



1690 

1750 

1810 

1870 

1892 



